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<210> 1 

<211> 63 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Target Sequence 

<400> 1 

accagaaaaa atttattttt tctggtgttt gccgcccggc tccagtggaa atgaaactct 

ggg 



<210> 2 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe 

<400> 2 

gcggcaaaca ccagaa 



<210> 3 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe 



1/2 



<400> 3 

ttcatttcca ctgga 



<210> 4 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe 

<400> 4 

gccaacatat gtcctctgac gc 



<210> 5 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe 

<400> 5 

cgcttaaggt tactaacctg tcgagg 



<210> 6 

<211> 25 

<212> DNA 

<213> Artificial Secjuence 
<220> 

<223> Probe 

<400> 6 

gcgaacatat ggtcgcctct atcga 



